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Additional Table S1 Codon usage in the mt protein-coding genes of Diplostomum spathaceum (first line) and D. pseudospathaceum (second line) 
expressed as a total count and percentage (in parentheses) of a given codon in a gene. 
Amino acid Codon             
atp6 cob cox1 cox2 cox3 nad1 nad2 nad3 nad4 nad4L nad5 nad6 
Non-polar              
















































































































































Proline (P) CCN 7 (4.0) 
7 (4.0) 






















Tryptophan (W) TGR 2 (1.2) 
2 (1.2) 
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International Union of Pure and Applied Chemistry (IUPAC) codes (N=A, G, C or T; Y=C or T; R=A or G) were used. 
 
